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Overview della presentazione

* Storia ed epidemiologia dei batteri MDR

* Importanza dell'IPC nella gestione delle epidemie da batteri MDR
* Componenti di un efficace programma IPC
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Note del presentatore
Note di presentazione
Abbiamo esaminato la storia evolutiva dei principali patogeni ospedalieri multifarmaco-resistenti, gli enterococchi, a partire dalla loro origine centinaia di milioni di anni fa. Il nostro obiettivo era capire perché, tra la vasta diversità della flora intestinale, gli enterococchi sono così ben adattati all'ambiente ospedaliero moderno. La stima dell'orologio molecolare, insieme all'analisi della loro distribuzione ambientale, della diversità fenotipica e della concordanza con i record fossili dell'ospite, collocano l'origine degli enterococchi intorno all'epoca della terrestrizzazione degli animali, 425-500 mya. La speciazione sembra essere parallela alla diversificazione degli ospiti, compresa la rapida comparsa di nuove specie di enterococchi dopo l'estinzione del Permiano finale. Tra i principali fattori di speciazione vi è il cambiamento della disponibilità di carboidrati nell'intestino dell'ospite. La vita sulla terraferma avrebbe selezionato i tratti precisi che oggi permettono agli enterococchi patogeni di sopravvivere all'essiccazione, alla fame e alla disinfezione nell'ospedale moderno, preannunciando la loro comparsa come principali patogeni ospedalieri.
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Note del presentatore
Note di presentazione
In the WHO European region, we estimated the total burden of AMR mortality in 2019 to be 541000 deaths (95% UI 370 000–763000) associated with AMR and 133 000 deaths (90100–188 000) attributable to AMR (table 1). Among 319 000 deaths involving bloodstream infections, 195000 (104000–333 000) were associated with and 47200 (24700–79300) were attributable to any resistant pathogen–drug combination. 
In 2019, seven pathogens were each responsible for more than 25000 deaths associated with AMR in the WHO European region: Escherichia coli (153982 deaths), Staphylococcus aureus (83325 deaths), Klebsiella pneumoniae (68994 deaths), Pseudomonas aeruginosa (43801 deaths), Enterococcus faecium (40800 deaths), S pneumoniae (39383 deaths), and Acinetobacter baumannii (27206 deaths; figure 1). 
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Note del presentatore
Note di presentazione
Nella prima figura relativa alla mortalità La severità delle infezioni gravate da una mortalità diretta che sono un problema dei paesi industrializzati legati alle sepsi comunitarie che colpiscono soggetti più giovani 

Il secondo punto cronicità, qualità delle cure 

In the WHO European region, we estimated the total burden of AMR mortality in 2019 to be 541000 deaths (95% UI 370 000–763000) associated with AMR and 133 000 deaths (90100–188 000) attributable to AMR (table 1). Among 319 000 deaths involving bloodstream infections, 195000 (104000–333 000) were associated with and 47200 (24700–79300) were attributable to any resistant pathogen–drug combination. 
In 2019, seven pathogens were each responsible for more than 25000 deaths associated with AMR in the WHO European region: Escherichia coli (153982 deaths), Staphylococcus aureus (83325 deaths), Klebsiella pneumoniae (68994 deaths), Pseudomonas aeruginosa (43801 deaths), Enterococcus faecium (40800 deaths), S pneumoniae (39383 deaths), and Acinetobacter baumannii (27206 deaths; figure 1). 
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Note del presentatore
Note di presentazione
Point prevalence surveys conducted by the Pediatric Prevention Network (PPN) in eight U.S. PICUs and 7 U.S. NICUs in 2000 found ≤4% of patients were colonized with MRSA or VRE compared with 10-24% were colonized with ceftazidime- or aminoglycoside-resistant gram-negative bacilli; < 3% were colonized with ESBL-producing gram negative bacilli. Despite some evidence that MDRO burden is greatest in adult hospital patients, MDRO require similar control efforts in pediatric populations as well (89).
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Costo in eccesso attribuibile alle infezioni da germi MDR
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Note del presentatore
Note di presentazione
Cost. Excess attributable cost of MDR HAI was found to be statistically significant in the RE pooling (ROM 1.33 95%CI [1.15; 1.54]). Fig 2 presents the results of the pooling. FE pooling displayed similar results (ROM 1.35 95%CI [1.26; 1.44]), and the prediction interval ranged from 0.81 to 2.20. Significant heterogeneity across studies was found to be present with a Qstatistic value of 44.09 (p
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Table 8 Escherichia coli. Total number of invasive isolates tested (n = 99 038)% and AMR percentage (%) per
phenotype, EU/EEA, 2021

AMR pattern® Number of isolates Percentage of total*

Fully susceptible (to included antimicrobial groups) 47225 47.7

Single resistance (to indicated antimicrobial group) i s
Total (all single resistance) 32659 33.0 N2023 N
Aminopenicillins 29751
Fluoroquinolones 2516 2.5

Other antimicrobial groups 392 0.4

Resistance to two antimicrobial groups

Total (all two-group combinations) 9564

Aminopenicillins + fluoroquinolones 5335 5.4
Aminopenicillins + third-generation cephalosporins 2454 2:5
Aminopenicillins + aminoglycosides 1639 1.7
Other antimicrobial group combinations 136 0.1

Resistance to three antimicrobial groups

Total (all three-group combinations) 6180

Aminopenicillins + third-generation cephalosporins + fluoroquinolones 4212 4.3
Aminopenicillins + fluoroquinolones + aminoglycosides 1541 1.6
Other antimicrobial group combinations 427 0.4

Resistance to four antimicrobial groups

Total (all four-group combinations) 3386
Aminopenicillins + third-generation cephalosporins + fluoroquinolones + aminoglycosides 3365 3.4
Other antimicrobial group combinations | ¢0.1
Resistance to five antimicrobial groups

Aminopenicillins + third-generation cephalosporins + fluoroquinolones + aminoglycosides + carbapenems 24


Note del presentatore
Note di presentazione
Questo indica che la crescita non è solo nosocomiale, ma interessa anche le popolazioni comunitarie se prima le ESBL erano estremamente rare e non rappresentavano un problema oggi siamo al 30% di resistenza

Ormai i dati ci dicono chiaramente che non è più un problema ospedaliero ma comunitario 


Table 9 Klebsiella pneumoniae. Total number of invasive isolates tested (n = 40 160)? and AMR percentage (%) per
phenotype, EU/EEA, 2021

AMR pattern® Number of isolates Percentage of total

Fully susceptible (to included antimicrobial groups) 24733 61.6
Single resistance (to indicated antimicrobial group)

Total (all single resistance) 3035

Third-generation cephalosporins 1436 3.6
Fluoroquinolones 1418 35
Other antimicrobial groups 181 0.5

Resistance to two antimicrobial groups

Total (all two-group combinations) 3239

Third-generation cephalosporins + fluoroquinolones 2368 5.9
Third-generation cephalosporins + aminoglycosides 480 1.2
Other antimicrobial group combinations 391 1.0

Resistance to three antimicrobial groups

Total (all three-group combinations) 5963

Third-generation cephalosporins + fluoroquinolones + aminoglycosides 4659 1.6
Third-generation cephalosporins + fluoroquinolones + carbapenems 1228 31
Other antimicrobial group combinations 76 0.2

Resistance to four antimicrobial groups
Third-generation cephalosporins + fluoroquinolones + aminoglycosides + carbapenems 3190



Table 10 Pseudomonas aeruginosa. Total number of invasive isolates tested (n = 13 689)° and AMR percentage (%) per

phenotype, EU/EEA, 2021

AMR pattern®

Fully susceptible (to included antimicrobial groups)
Single resistance (to indicated antimicrobial group)

Total (all single resistance types)

Carbapenems

Fluoroguinolones

Piperacillin-tazobactam

Other antimicrobial groups

Resistance to two antimicrobial groups

Total (all two-group combinations)
Piperacillin-tazobactam + ceftazidime

Fluoroguinolones + carbapenems

Other antimicrobial group combinations

Resistance to three antimicrobial groups

Total (all three-group combinations)
Piperacillin-tazobactam + ceftazidime + carbapenems
Piperacillin-tazobactam + ceftazidime + fluoroguinolones
Other antimicrobial group combinations

Resistance to four antimicrobial groups

Total (all four-group combinations)
Piperacillin-tazobactam + fluoroquinolones + ceftazidime + carbapenems
Other antimicrobial group combinations

Resistance to five antimicrobial groups
Piperacillin-tazobactam + fluoroquinolones + ceftazidime + aminoglycosides + carbapenems
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Note del presentatore
Note di presentazione
Betalattamasi ESBL in klebsiella 
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Table 11 Acinetobacter species. Total number of invasive isolates tested (n = 10 206)? and AMR percentage (%) per

phenotype, EU/EEA, 2021

AMR pattern®

Fully susceptible (to included antimicrobial groups)
Single resistance (to indicated antimicrobial group)
Total (any single resistance)

Fluoroquinolones

Other antimicrobial groups

Resistance to two antimicrobial groups

Total (any two-group combinations)
Fluoroguinolones + carbapenems

Fluoroguinolones + aminoglycosides

Other antimicrobial group combinations

Resistance to three antimicrobial groups
Fluoroquinolones + aminoglycosides + carbapenems
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Table 12 Staphylococcus aureus. Total number of invasive isolates tested (n = 60 432)* and AMR percentage (%) per
phenotype, EU/EEA, 2021

AMR pattern® Number of isolates Percentage of total

Fully susceptible (to included antimicrobial groups) 50016 82.8
Single resistance (to indicated antimicrobial group)

Total (any single resistance) 4887
Fluoroquinolones 2860 4.7
MRSA 1778 2.9
Other antimicrobial groups 249 0.4
Resistance to two antimicrobial groups

Total (any two-group combinations) 5220
MRSA + fluoroquinolones 5133 8.5
Other resistance combinations 87 0.1

Resistance to three antimicrobial groups

MRSA + fluoroquinolones + rifampicin 309



Table 13 Streptococcus pneumoniae. Total number of invasive isolates tested (n = 5 952)° and percentage of non-wild-

Number of isolates Percentage of total

4512

type/AMR (%) per phenotype, EU/EEA, 2021

AMR pattern®

Fully susceptible (to included antimicrobial groups)

Single non-wild-type/resistance (to included antimicrobial groups)
Total (any single resistance)

Penicillin non-wild-type*

Macrolides

Fluoroguinolones

Other antimicrobial group combinations

Non-wild-type/resistance to two antimicrobial groups

Total (any two-group combinations)

Penicillin non-wild-type? + macrolides

Other antimicrobial group combinations

Non-wild-type/resistance to three antimicrobial groups

Total (any three-group combinations)

Other antimicrobial group combinations

Non-wild-type/resistance to four antimicrobial groups

Penicillin non-wild-type? + third-generation cephalosporins + fluoroquinolones + macrolides
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Note del presentatore
Note di presentazione
Anche microrganismi che erano considerati uniformemente sensibili adesso presentano multiresistenza 


Total number of invasive isolates tested (n) and percentage of isolates with resistance phenotype (%), by bacterial species and antimicrobial group/agent, 2021 EU/EEA range,
population-weighted mean and trend, Italy, 2017-2021
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Acinetobacter spp. resistente ai
carbapenemi - Andamento temporale
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Acinetobacter spp. resistenti ai carbapenemi

Rapporto (x 100) - Anno 2022 - Totale - Emocolture
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SIR
Principio attivo

Sensibili Intemedi Resistenti Tot.

N % N % N % N
meropenem 82 33,47 2 0,82 161 65,71 245
amikacina 92 38,33 0 0 148 61,67 240
cotrimossazolo 94 38,84 3 1,24 145 59,92 242
gentamicina 91 37,92 0 0 149 62,08 240

tobramicina 4 44 .44 0 0 5 55,56 9
ciprofloxacina 0 0 78 31,97 166 68,03 244

I ARS TOSCANA


Note del presentatore
Note di presentazione
DATI REGIONALI 


Antibiotico-resistenza nel 2050
A -
ntibiotico-resistenza

10 milioni

0.7 milioni

Incidenti stradali

1.2 milioni

Cancro

8.2 milioni

Diarrea

1.4 milioni

T Colera
0.1 milioni

O’ Neill, J., Antimicrobial Resistance: Tackling a Crisis for the Future Health and Wealth of Nations (2015)



Come possiamo contrastare tutto questo?





Note del presentatore
Note di presentazione
Le soluzioni sono semplici o smettiamo di ricoverare i pazienti o facciamo in modo che la qualità delle nostre strutture sanitarie sia sufficiente ad ottenere il controllo delle ICA


Strumenti chiave di un efficace programma di
controllo delle infezioni

sorveglianza
uso corretto degli antimicrobici

definizione di protocolli e monitoraggio
dell'adesione alle buone pratiche

formazione degli operatori, promozione
dei comportamenti corretti

restituzione, diffusione e discussione dei
dati

aggiornamento/monitoraggio di
procedure relative a servizi generali

vaccinazione del personale e dei pazienti
che appartengono a gruppi a rischio.

Piano Nazionale di Contrasto
all'Antibiotico-Resistenza PNCAR 2022-2025

Appendice: funghi, virus e parassiti
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« Monitoraggio e smaltimento
ambientale
Formazione

Informazione, comunicazione e trasparenza
Ricerca, innovazione e bioetica

Cooperazione nazionale e internazionale
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Note del presentatore
Note di presentazione
Come ben esemplificato dallo slogan dell’Organizzazione Mondiale della Sanità “l’informazione per l’azione”, le attività di sorveglianza non devono quindi essere intese come una mera raccolta di informazioni, ma come lo strumento che consente alla sanità pubblica di stabilire le priorità, decidere l’allocazione delle risorse, pianificare, mettere in atto e valutare gli interventi di prevenzione e controllo.



Dati

Azioni

Sorveglianza

PLAN: PIANIFICARE

- analisi del contesto
- definizione del problema e degli
obiettivi

- pianificazione delle azioni di

miglioramento

ACT: AZIONE

- consolidamento delle azioni

efficaci

- raccolta delle criticita e delle
aree di potenzjale miglioramento

=

DO: FARE

- promozione dell'igiene delle mani
- corretta disinfezione delle
attrezzature e delle superfici

- sorveglianza attiva

- formazione e sensibilizzazione
- assistenza infT—rieristica

CHECK: CONTROLLO

- raccolta e analisi dei risultati

- valutazione dell'efficacia delle
azioni

=

Controllo

Informazioni

Decisioni



Note del presentatore
Note di presentazione
I dati di sorveglianza vengono utilizzati sia per determinare il bisogno di interventi di sanità pubblica sia per valutare l’efficacia di programmi preventivi. 
La sorveglianza è quindi un processo ciclico, in cui le informazioni fornite dai medici che diagnosticano i casi vengono utilizzate per programmare ed attuare interventi di controllo. Successivamente alla messa in atto di queste misure, la sorveglianza permette di valutarne l’efficacia, stimando l’andamento della malattia.
Ciclo di Deming
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Note del presentatore
Note di presentazione
Negli anni passati per gli MDR l’approccio era quello di cercare il microrganismo particolare con fenotipi e caratteristiche genetiche particolari. Invece di ricercare il singolo fenotipo si è modificato lo scenario perché ormai le esigenze sono cambiate e la presenza di MDR è endemica e iperendemica con focolai e cluster che costringono ad una sorveglianza più epidemiologica che eccezionale 
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Editorials

How effective are clinical decision support systems?
BMJ 2020 ;370 doi: https://doi.org/10.1136/bmj.m3499 (Published 17 September 2020)
Cite this as: BMJ 2020;370:m3499

Linked Research

Computerised clinical decision support systems and absolute improvements in care

Linked Opinion

What | have learned about clinical decision support systems over the past decade
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Demographics

Admission and discharge dates and specialty
Antibiotic use

Surgical procedures®

Use of invasive devices (e.g. catheters, ventilator)*
Microbiology results

Diagnosis or discharge codes

Clinical signs and symptoms

Clinical chemistry (e.g. C-reactive protein, leucocytes)
Results of radiological diagnostics®

Radiology orders®

Other (e.g. leucocytes, SOFA score)

0% 20% 0% 60% 80% 100%

J Hosp Infect. 2022 Apr;122:35-43. doi: 10.1016/J.jhin.2021.12.021. Epub 2022 Jan 12.
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Note del presentatore
Note di presentazione
Il nostro obiettivo è sviluppare un sistema di monitoraggio automatico basato su dati intraospedalieri strutturati e non strutturati, incluse le Lettere di Dimissione Ospedaliera (LDO). 
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Automating surveillance for healthcare-associated infections:
Rationale and current realities (Part 1/IIl)

Erica S. Shenoy MD, PhD*?3 @& and Westyn Branch-Elliman MD, MMS¢>%°

linfection Control Unit, Massachusetts General Hospital, Boston, Massachusetts, 2Division of Infectious Diseases, Department of Medicine, Massachusetts General
Hospital, Boston, Massachusetts, *Harvard Medical School, Boston, Massachusetts, *Section of Infectious Diseases, Department of Medicine, Veterans’ Affairs (VA)
Boston Healthcare System, Boston, Massachusetts and VA Boston Center for Healthcare Organization and Implementation Research (CHOIR), Boston,

Massachusetts

Abstract

Infection surveillance is one of the cornerstones of infection prevention and control. Measurement of process metrics and clinical
outcomes, such as detection of healthcare-associated infections (HAIs), can be used to support continuous quality improvement.
HAI metrics are reported as part of the CMS Hospital-Acquired Conditions Program, and they influence facility reputation and financial

outcomes.

(Received 19 August 2022; accepted 13 September 2022)



Note del presentatore
Note di presentazione
Fondamentale per la tempestività della risposta e per la gestione dell’outbreak 


Benefits, Downsides,
and Considerations for
Automated Infection
Surveillance

Benefits of Automated Surveillance

Downsides of Automated Surveillance

Additional Considerations

Time and resources

Potential to save infection control practitioner time

once stably implemented

@

Increases need for IT support, which is challenging,
particularly for smaller facilities

&

Costs of future saved IP time need to be
weighed against increased IT costs

A

Frees up IP time for other activities, such as

education, bedside rounds, pandemic responses

Initial validation requires substantial upfront IP
resources. Updates and changes to HAI definitions
require ongoing resources

HESHESE

During implementation, consider trade-offs
between complexity of electronic tools and
time-saved. Collaboration with IT is essential

Reliability and reproducibility

Objective measurement, potentially improving
intra- and interfacility comparisons

e

Most HAI definitions require at least some manual
review, introducing subjectivity and reduces intra-
and interfacility comparisons

Reliability and reproducibility are
challenging for some HAI (eg, SSI) due to
variation in surveillance processes

O

Most studies suggest automated infection
surveillance estimates are more accurate than
manually derived estimates

ToTe
@ i

Some HAI elements have limited automation
potential due to how the EHR data are organized

Natural language processing and machine
learning may facilitate automation, however,
requires complex and ongoing IT support

<

Real-time quality improvement and evidence generation

Automated surveillance enhances our potential to

link datasets (eg, clinical and genomics data,

antimicrobial resistance profiles and treatment) to

improve detection and response

% 5

Most automated infection surveillance activities occur

within a facility or healthcare network. Without

access to truly longitudinal data, detection strategies

will always be limited

Automating surveillance provides the
opportunity to achieve a “learning
healthcare system” for real-time quality

improvement
Bj )

—uL

Note. EHR, electronic health record; HAI, healthcare-associated infection; IP, infection preventionist; IT, information technology; SSI, surgical-site infection.


Note del presentatore
Note di presentazione
Per garantire la coerenza e la comparabilità tra le strutture e all'interno di una struttura nel tempo, le IOS, comprese le infezioni da patogeni epidemiologicamente importanti acquisite in ambito sanitario, le infezioni associate ai dispositivi e le infezioni del sito chirurgico (SSI), sono identificate attraverso l'applicazione di definizioni di sorveglianza standardizzate. La sorveglianza per le IOS richiede l'identificazione accurata delle popolazioni a rischio per una particolare IOS (il denominatore), l'accertamento dei casi per identificare le infezioni che soddisfano i criteri stabiliti (il numeratore) e, in molti casi, l'acquisizione di una serie di dati a livello di paziente e struttura variabili utilizzate per l'aggiustamento del rischio e altri scopi per migliorare i confronti tra le strutture. Le definizioni di sorveglianza differiscono dalle infezioni clinicamente definite e sono progettate per essere oggettive e riproducibili all'interno e tra le strutture. Negli Stati Uniti, il NHSN, utilizzato da più di 16.000 strutture sanitarie, ha stabilito requisiti e definizioni per guidare le attività di sorveglianza delle HAI. Il NHSN funge da archivio delle HAI e di altre attività di sorveglianza sanitaria e viene utilizzato sia per conformarsi ai requisiti statali e federali per l'invio dei dati HAI sia per tenere traccia dei progressi verso gli obiettivi nazionali.


Box 1: PACCARB Recommendations

Equity, Trust, and Communication

Recommendation 1: Prioritize social, structural, and behavioral interventions that build trust
in public health guidance and increase uptake of both pharmaceutical and non-
pharmaceutical interventions in steady-state and during a PHE.

Recommendation 2: Include marginalized and vulnerable communities during the
development, implementation, and communication of all pandemic preparedness policies.

Infection Prevention and Control and Antimicrobial Stewardship

PREPARING FOR Recommendation 3: Include infection prevention and control and antimicrobial
t dshi biliti d Isi demi d licies includi
THE NEXT PANDEMIC IN THE ERA OF through dissemination of existing and updated guidelines. oo

R dation 4: Creat hanism f id guideline devel t fi iat
ANTIMICROBIAL RESISTANCE antimicrobial use in response to an emerging AMR pathogen and to maintain antimicrobial
stewardship during an emergency.

Workforce Expansion
Recommendation 5: Bolster the workforce by expanding recruitment and support of public

A REPORT WITH RECOMMENDATIONS health professionals, infection preventionists, and infectious diseases specialists and

engaging a broader set of providers in human and animal healthcare.

Recommendation 6: Develop pathways that would allow for qualified practitioners in other
One Health domains to provide support to human healthcare during a PHE.

Recommendation 7: Build capacity for both human and animal diagnostic laboratory
networks to meet emergency surge testing demands.

Data Sharing and Security

Recommendation 8: Invest in global capacity for AMR pathogen surveillance and early
detection of novel AMR pathogens.

Recommendation 9: Expand and diversify sectors participating in domestic AMR
surveillance efforts to include outpatient clinical settings, independent/clinical laboratories,
wildlife, companion animals, wastewater, and others.

Recommendation 10: Modernize existing surveillance databases for One Health
March 24, 2023 interoperability to accommmodate data input from different human, animal, and
environmental health sources, as well as variables that capture social determinants of
health.

Recommendation 11: Invest in improved data privacy and security to encourage more
private entities to contribute data, including AMR data, to federal data management
systems used in public health, agricultural, and environmental sectors.

Product Innovation

Recommendation 12: Develop novel antimicrobials, vaccines, diagnostics, and threat-
agnostic platform technologies focused on resistant bacterial and fungal pathogens, which
are material threats likely to arise during a PHE.

! Recommendation 13: In anticipation of a PHE, establish flexible, response-ready clinical trial
networks that include outpatient settings and vulnerable populations, such as pediatrics,
. and that can easily adapt in an emergency to determine the safety and efficacy of novel

countermeasures.
Recommendation 14: Develop accelerated regulatory approval pathways to assess novel,

Presidential Advisory Council on Combating Antibiotic-Resistant Bacteria

unique, or nontraditional technologies or products and ensure sufficient funding and
procedures are in place to support and maintain the FDA review process during a PHE.
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Lessons from COVID-19 to manage infectious diseases in @®
low-income and middle-income countries 2 '

How can lessons from the COVID-19 pandemic enhance
antimicrobial resistance surveillance and stewardship?

Kamini Walia, Marc Mendelson*, Gagandeep Kang*, Ramasubramanian Venkatasubramanian*, Rina Sinha*, Sonam Vijay*,
Balaji Veeraraghavan, Buddha Basnyat, Camilla Rodrigues, Nitin Bansal, Pallab Ray, Purva Mathur, Ram Gopalakrishnan, Vinod C Ohri

Key messages

« Antimicrobial resistance (AMR) is steadily rising globally,
especially in low-income and middle-income countries
(LMICs)

« Critical gaps still exist in AMR surveillance and
stewardship activities that have hindered progress in the
containment of AMR

+ The necessary focus on and investment in AMR
containment strategies in LMICs, although lacking to start
with, were further deprioritised during the COVID-19
pandemic

« Key strategies such as effective governance practices,
diagnostics innovations, focus on vaccination
programmes, digitisation, and community engagement
acted as important pillars leading to COVID-19
managementin LMICs

- Frameworks and strategies used for COVID-19
containment provide critical lessons to strengthen AMR
surveillance and stewardship

«  When deciding on national commitments for tackling
AMR, LMICs should aspire to build a cohesive and
enforceable response while considering the local context
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Figure 1: The effect of COVID-19 on the practice of antimicrobial stewardship in Indian hospitals




Incidenza dei casi di NDM-CRE per 100.000 giornate di degenza in regime ordinario nel periodo
pre-pandemia e durante la pandemia per pazienti Covid-19 e non Covid-19, gennaio 2020 -
dicembre 2021
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Increased Risk of Acquisition of New Delhi
Metallo-Beta-Lactamase-Producing
Carbapenem-Resistant Enterobacterales (NDM-CRE)
among a Cohort of COVID-19 Patients in a Teaching
Hospital in Tuscany, Italy
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Figure 1. Prevalence of hospitalized COVID-19 patients and incidence of NDM-CRE cases.



Fig. 14. IPC at the core of outbreak preparedness, readiness and response

Preparedness
2 years to 6 months in advance
of any defined threat

® A.Immediate
Develop a foundation for IPC in outbreaks

+ B.Early
Identify key personnel and partners

m C. Advanced
Audit and test the system

Readiness
Up to 6 months in advance
of a defined threat

Feedback * A Immediate
Adapt existing tools for IPC in

and continous outbreaks

improvement
+ B.Early

Prepare key personnel and partners

= C. Advanced
Audit and test the system

Response
Emergency actions are required
in response to a defined threat

¢ A.Immediate
Activate existing tools for IPC based on
outbreak context

+ B. Early
Monitor for resurgence of cases

m C. Advanced
Conduct intra-action and/or after-action
reviews

IPC: infection prevention and control.

Global report on infection prevention and control: executive summary. Geneva: World Health Organization; 2022. Licence: CC BY-NC-SA 3.0 IGO.




Organisational priority and
leadership

INFECTION CONTROL AND HOSPITAL EPIDEMIOLOGY SEPTEMBER 2010, VOL. 31, NO. §

ORIGINAL ARTICLE

The Importance of Leadership in Preventing Healthcare-Associated
Infection: Results of a Multisite Qualitative Study

Sanjay Saint, MD, MPH; Christine P. Kowalski, MPH; Jane Banaszak-Holl, PhD;
Jane Forman, ScD, MHS; Laura Damschroder, MS, MPH; Sarah L. Krein, PhD, RN

TABLE 3. Behaviors of Leaders Who Successfully Implemented Practices or Facilitated Implementation of Practices to Prevent Healthcare-
Associated Infection (HAI)

1. Successtul leaders focused on cultivating a culture of clinical excellence. They developed a vision, articulated the organizational cul-
ture well, and successfully conveyed that to staff at all levels.

2. Successful leaders were solution oriented. They focused on overcoming barriers and did not tend to throw up their hands and
complain about how the system will not allow change; rather, they pulled the issue out of the fray of organizational disconnect by
dealing directly with resistant staff or process issues that impeded prevention of HAL

3. Successful leaders inspired staff. They cultivated leadership skills and inspired the people they supervised. This inspiration was de-
scribed by staff as motivating and energizing them to work toward the goal of preventing HAL

4. Successful leaders thought strategically while acting locally. They seemed to plan ahead and left few things to chance. They did the
politicking necessary before crucial issues came up for committee votes. They leveraged personal prestige to move initiatives forward.
They worked well across disciplines and kept their eve on the prize: improving patient care.

Courtesy of Prof Privitera


Note del presentatore
Note di presentazione
Leadership diffusa a tutti i livelli e affiancata da conoscenza e presa di responsabilità per i determinanti della resistenza, il problema è di tutti i pesci non solo di quello verde
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